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lifts BC009100 
Mm .13344 8CQ31746 
Um.77 23 NMJJ19402 
Mm .1391 7 6CQQ7I39 
Urn .10706 6C003459 
Um.18516 AK002S28 
Mm .6343 AK005420 
Mm .30141 AK002E04 
Mm.197601 BC024385 
Mm. 5043 BC02S814 
Mm.45354 AK014I57 
Mm.18700 AK01085I 
Mm .482 BCG21888 
Mm .29571 BC0Q5766 
Mm .27927 AKOO7802 
Mm .29460 8CQ08610 
Mm.24108 BC027546 
Mm .8)475 AK008859 
Mm.23266 AK0134IS 
Mm.41780 AKD03187 
Mm. 34 31 9 AK004872 
Mm .29743 BC006603 
Mm .4791 4 BC03S290 
Mm .18688 BC006774 
Mm .1141 AKQ17863 
Mm .18087 BC003754 
Mm.l42822AKOJ4366 
Mm .46631 AKO09OS2 
Mm.16660 BC0Q8549 
Mm.22385 AK002S66 
Mm.25709 BC016573 
Mm . 1823 1BAK01 0596 
Mm .1 53864 AKO20375 
Mm .28550 AK0114I5 
Mm .11 87 BC038340 
Mm.l96484BC006912 
Mm.30 24 5 BCQ03217 
Mm.l4O833AK00?35l 
Mm.1843 AK0Q4658 
Mm.30149 U45978 
Mm.21507 AK007569 
Mm.2338 AY044241 
Mm.29153 BC018324 
Mm. 24036 BCO0408O 
Mm.6579 AK0107I8 
ttn.28286 BC034875 
Mm .34497 &C01 48ES 
Mm.465D3 BC027739 
Mm .1 17055 K020076 
Mm.28650 KOI 31 18 
ttn.831 BC01 297I 
Mm.2991 5 8C0273SI 
Mm.18472 AK012174 
Mm.2i892 AK011324 
Mm.233874BC039S78 
Urn. 24868 BC025947 
Mm. 2 14645 BC01 84 57 
Mro.4073 BC025744 
Mm .27330 NMJIZ06I8 
Um.l3l615AB075078 
to 5 35 AK0024SS 
ta.'S452 AKQQ41IS 
Mm .25924 6C010I96 
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Gene Name 

similar to rbosomal protein 54, X-linked 
Sim ilar to rfcosoma! protein S9 
frly[A)bhding proteh, nuclear 1 
riboscmal p rate in Ul 
RIKEN cDNA 20100O4J2 3 gene 
unnamed protein product; H3 his tone, fkm ily 3B 
mnamed protein product; nucleophosmin 1 
guanine nucleotide binding protein, beta 2 
heat shock 10 kDaprotein 1 (chape ranin 10) 
FBJ osteosarcoma oncogene 
unknown EST [GB|BG070284] 
no description 

Unknown rote in for MGC:1 15 571 
WKEN cDNA 1200017E04 g»ne 
unnamed protein product; heterogeneous nuclear 
adenylate kinase 2 
m hochondrial ribosoma) pro ten S 21 
unnamed protein product; hypothetical protein 
unnamed protein product; LiM only 2 
guanine nucleotide binding protein (G proteh) 
unnamed protein product; putative 
Similar to hypothetical protein MGC3I 33 
no description 

Similar to transmembrane trafficking protein 
unnamed protein product; hepatoma-^ rived growth 
lectin, galactose bindhg, soluble 9 
unnamed protein product; Ewhg sarcoma horn olog 
unnamed protein product; hypothetical UbiA 
Similar to Protein disulfide isomerase 
hypothetical PA-phosphatase related phosphoesterase 
iriibitorof growth family, member 1 
proteasome (prosome. macropah) 25S subunit 
unclassifiable 

unknown EST (GBI&C076193) 
hydroxys tercid (17-beta| dehydrogenase 1 1 
Similar to cysteine rich protein 
Similar to phosphatidyl line decarboxylase 
unnamed protein product; putatw 
unnamed protein product; heal shock protein, 85 kDa 
Cab45b 

coated vesicle membrane proteh (MCDlMC 1:1929265) 
gbtamhe syntatase 
RIKWcDNA 261 0205 HIS gene 
SroihrtoKIAAOI71 gene product 
unnamed protein product; centromere autoar.tigen A 
Simibrto RIKEN C&NA4931406GG gene 
RIKEN cDNA 251 0002C21 gene 
203S1 200 not found 
RKNcDNA4432412M5gtM 
S im ilar to RAS6C, member RAS oncogene ram ily 
Unknown (proteh for IMAGE:403S523) 
Unknown (proteh for MGC: 36924) 
protein product; 265 PROTEASE REGULATOR? 
evidenceflAS 
no description 
Sim ilar to C CM 4 7 proteh 
Similar to hyaluronogkos am hidase 3 
Similar to hypothetical proteh FIJI 2750 
■ SW1/SNF re bted, matrix ass xiateiacth 
tranarption factor MLR1 
unnamed protein product putative 
unnair.es pnteJnpiocuct SJCNAL RECOGNITION 
Unknown (proteh for MGC:7) 10) 



U 
to 
X 



OL 

+ Uniqene 
^ Genebank 

E ID 

~~| Mm .1583 
Mm .4235 
Mm .3999 
Mm.143755 
Mm.lS251 
Mm .4550 
Mn .30111 
Mm .159648 
Mm.163 
Wm.1508 
Mm .30071 
Mm.13705 
Mm,24045 
Mm.143Q2 
Mm. 29 586 
Mm.3139 
Mm.10309 
Mm.15571 
Mm 5277 
Mm .2556 
Mm .45356 
Mm .341 26 
Mm .235 
Mm .3074 
Mm .88349 
Mm .45579 
Mm.31178 
Mm .30 270 
Mm.22727 
Mm .2050 2 2 
Mm .5707 5 
Mm.1314 
Mm .1959 34 
Mm.2970 
Mm.151104 
Mm. 220943 
Mm .28337 
Mm .1387 
Mm.45161 
Mm .39281 
Mm .157842 
Mm .2971 7 
Mm.153911 
Mm.2271 1 
Mm. 1374 
Mm.20501O 
Mm .29194 
Mm .35389 
Mm. 27300 
I Mm.195250 



Ml 8456 
M64252 
L2031 5 
BC027328 
AK008429 
BC032170 
BC0 38025 
BC0 27496 
M10416 
BC002055 
AK013963 
AKQ19964 
AKG10906 
D83548 
AK011545 
U83I72 
BCO 38070 
X59379 
AK005158 
M59378 
BC023802 
AF330052 
BCO 19850 
AK007265 
AK014282 
AF1 10803 
BCO 3761 5 
8C001982 
AKD09435 



BCQIQ476 
U13371 
AK007777 
J037 23 
AK021 301 
BC002092 
AK014605 
NMJJ17382 
AKD09377 
BCO 31 464 
EC012667 
BC008129 
AKO092U 
E«29Q 
236233 
EC014875 
AKO07070 
AKO05336 
EC019427 
BC027371 



Gene Name 

lymphocyte differentiation antigen 
c-kit ligand 
MPS1 protein 

Similar to bone marrow stroma Ice II antigen 2 
unnamed prater product; proteosome 
Unknow (protein for IMAGE:5346882) 
Unknow (protein for IMAGE:3S669S7) 
RIKEN cDNA 583041 3L19 gene 

microgbbulin mRNA 
Simitar to ben zed iazep he receptor, peripheral 
unnamed proteh product; lysosomal -associated 
unnamed protein product; putative 
unnamed protein protein; putative 
C-C chemokine receptors 
BRAW ACID SOLUBLE PROTEIN 1 (BASP1 PROTEIN) 
cell-surface g \$ op rote in p91 
Similar to fc receptor, IgG, low arfhity lb 
no description 

unnamed proteh product; phospho lipase A2 group VII 
tumornecrosis factor receptor 1 
Similar to hypothetical protein FIJI 1000 
rethoid-inducible serine carboxypeptidase 
ubiquitin B 

unnamed proteh product; putative 
protein product; SMALL MEMBRANE PROTON 1 
interleukin-18 binding protein d precursor 
Ras-related GTP-binding protein ragA 
proteasome tiresome, macropain) subunit, alpha 
chbrtde channel 7 (MGD |MGI:1 347048) 
Similar to putative zinc finger protein 
RIKENcDNA1600014CI0gene 
unknown 

unnamed proteh product; B cell phospho hositide 

carbohydrate b ho hg proteh 35 

unnamed proteh produa; PROTEIN H5PC163 homobg 

v-m af m usculoaponaurotk fib rosarcom a oncogene 

HYPOTHETICAL HEART PROTEIN (FRAGMENT) 

RAB1 1 a, m em ber RAS oncogene fam ily 

unnamed proteh product; putative 

RIKEN cDNA 58 30498C14 gene 

5 m ilar to htegrin -associated p rote in 

14 -3 -3 proteh gamma-sub type 

unnamed proteh product plastin 2 

cydin I 

sialoadhestn 

Un known (protein fo r UGC^S 20) 

POTASSIUM CHANNEL MODULATORY FACTOR homobg 

unnamed proteh product cytochrome c f somatic 

5 im ilar to hydroxyste roid 1 7-beta dehydrogenise 

5inilartoRIK&JcDNA493W34H03gene 
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Un.U02 

L.1S08S BCOO20S5 

Mm.28149 AK013984 

Mm.213045 8CQ23908 

Mm.221288 8C028949 
Mm .1034 
Urn .689 

Mm.30864 BC004747 

Mm .136581 8C006708 

Um.22435 BCG03361 

Mm.200518 SC015245 

Mm.22S06 BC0273I4 

Mid.20491 A&041S53 

Mm .35837 Mill 

Mm.22670 AK0D47I9 

Mrn.171547 BC0 265 3 4 

Hm.148782 BC0I021S 

Mm.39677 AK017659 
Mm.14145 
Mm .22061 

Mm.2389 L17069 

IM5ff9 NU.013S43 

Mm.27094 AK0092I8 

Mm.59049 AF155546 

Um.21606 ABD46114 

IUm.12193 3C003885 



Gene Name 

ribosomalproteinll3a 
Unknown protein for MCC:6155) 
unknown £ST (GB|AW555045] 
Srnibrto hetarogeneous nuclaar 
Smibrto RiKEN cDNA 9030624C23 gene 
protein phosphatase 2 (formerly 2Aj, regulatory 
Smilarto Rtf -related C3 botuliiun substrate I 
Sri ilarto Krippel associated box (M zinc 
Sim itar to mitogen sctivated protein kinase I 
Sim ibr to RIKEN cDNA 573O410D03 gene 
solute carrier fwn ify 6 (neurotransmitter 
G?e protein 
hypothetial prate in 

weakly simiiarto PPI065 (Homo sapiens) 
unnamed pioten productputatm 
Sin ikr to coronin,acih binding protein, 2A 
pleckstrin homology domain -contahing, fern ily A 
unnamed proteh product; hypothetical Serhe-rich 
Icell receptorganma chain 
semi domain, immunoglobulin domain (Ig) 
AIM proteh 

estradiol 17 beta-dehydrogenase 8 

unnamed protein product; NUCLEAR PROTEWSKIP 

hypstheticalproteh 

reticulon 3 

Shibrto 60S rbosomal proteh L30 isolog 



o 



U 

wo z 

X Q. 



O 

± Unigene 
^ Genebank 
Z ID 
E ID 





lMni.23311 AK014234 


as*«JfSf mm BC01096? 




Mm. 13386 BC01 0791 




Mm.l 75612 AF457251 




Mm.321 AF515708 




Mm .28349 BC01 3640 




Mm.195616 AK019465 




Mm .14255 AK021331 




Mm.216195 AF486451 




Um.20183 AK02I02I 




Mm .205030 80)23838 




Mm 3735 AK012S12 








Mm .204990 SC01 1285 




Mm .27380 3C02SS56 




Mm.l 3558 5 8C023905 




! Mm .3330 AK014590 




Mm.123648 BC024054 




Mm .3420 128117 




Mm .4143 D78I88 




Nn .143830 KOI 3616 




Mm.20542l 8C022140 




Hm.24138 8C005676 




Mm.l 0702 AK013324 




Mm.30177 AM004388 




Mn.63573 AK01U25 




Miii.103551 AKQ16482 




Mm.27318 3CO02233 




Mn.4348 8C032I49 




Mm .83061 AUDI 3831 




Mm.l 54503 AUDI 4474 




toi.27194 AK008430 




Mm.2>358 AK008637 




fo.43750 80010484 




lta.200372 8C019444 



Gene Name 

unnamed protein product; MBOSOtMLfROTEM S271 
SiiilartoRNApo^erase lltranscrptional 
suppressorofinitiatorcodon mutations 
cytlinania-6a 
osteopontin 

Sn ihrto MIPP65 pnteh 
Ybox protein 3 (MGD |MGI:1096351) 
amyloid beta (M)precuRorpiotein-bhdinc; fern ily 
from a Homo sapiens me bom a cell line infected 
unnamed protein product; hypothetical proteh 
Sh ilarto eukaryotic trans lation initiation 
unknown EST (GB|AU080327) 
unnamed protein product; putative 
Unknown (protein for UCC:7004] 
CUC triplet repeatRNAbinding protein 2 
Shi ilarto SKB1 homobg (S.pombe) 
unnamed protein product; KINESBM HEAVY CHAN 
Simiiarto platelet activating receptorhomobg 
no description 



^ ha actinin 4 

Uhknown protein for IMACE:S101040) 

Sid ihrto Ce II surface glycoprote in CD44 

cakyclh bhding protein (MGD |MGI:1 2708 39) 

unnamed protein product; hypothetical proteh 

unnamed protein product; hypothetical Trp-Asp (WD) 

unnamed protein product; putativa 

Unknown Iprotein for IMACE:3431 4S4) 

Fynproto-oncogene 

unnamed protein product; putative 

unnamed protein product; Hypothetical tecuolar 

DNAsegment, Chr 7, toswellPaik 2 complex 

DNA-OHECTED UNA POLYMERASE III 1 2.S KDA 

sigralpeptidass complex (18kD) 

coronirx sctinbinding proteh 1C 
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BCO02055 benzodazepine receptor 
Z36233 sialoadhesin 
BC029900 serine protease inhibitor 6 
AF143 539 decay accelerating factor 
AF1 06008 NK cell protein group 2-A1 
AB033769 NK receptor Ly-49Q 

AF1 10803 IL-1 8 binding protein d precursor inhibition of NK cells respones 



Gene Name 

inhibition of NK activity 

functions as an inhibitory receptor in human NK cells 
suppression of exocytosis(perforin andgranzyme) from NK cells 
inhibition of human NK cytotoxicity 
an inhibitory receptors 

predicted to function as an inhibitory receptor 
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1X01023 c-myc protein 
I BC005676 CD44 
I AF01 3274 type I interferon receptor 
124495 C027 

I BC006708 mitogen activated proteh kinase I 
IAF082803 NKcell receptor 2B4 spike variant 
I Ul 2889 Ly49H 

phospholipaseA2,grouplVB 
IL-1 receptor-associated kinase 2 
I M60778 lymphocyte ton-associated molecule-1 -a 
NMJ7583 calmodulin? 
I AF054581 11-2 receptor 
I AF51 5708 osteopontin 

I SC025597 Ca zl /ahodulin-dependentproteinl(inase lly 
I BC031 121 protein kinase C, eta 

BC004714 heat shock protein, 70 kDa 2 

L2S480 serine/threonine kinase 
I M27266 P 59fyn 

I029727 zeta-chain (TCR) associated protein kinase 
1X53584 mature HSP60 protein 
I AB062122 pioteh kinase Ctheta I! 

mitogen activated protein kinase kinase base 11 
I AB032200 granzymeK 

I BCOI26S3 Similartochemokine (C-X3-C) receptor 1 
I AF03Q313 NKG2D 

U74B83 dbeptidyl peptidase Iprecursor 
1x341 51 MIMafchi receptor 
IU14222 cathepsinBprolriase 

signal transducerand activator of transection 1 
IAF213389 ATP-bhdhg cassette proteh 
30)11092 chemoldnsM receptor 1 
I M10416 beta-2 m ciDgbfaulhmUm 



Gene Name 

activates NK cytotoxicity 

up regulates NK cytotoxic activity 

increases NK cytotoxicity 

mediates activation ofmumeNKcells 

involvement in NK lysis of tunor cells 

activates NK cell mediated cytotoxicity and induces secretion of IFN-y 

activating natural killer receptor 

invob ent in the cytotoxic functions of rat NKce lis 

induction of NK cytotoxicity by IL-18 

required for IL-1 2 -induced NK cell cytotox icily 

induction of NKcelk activation 

NF-kappa 3 activation in perforin expression of NKcells 

up regulated in at thatied murine NKcells 

induces re rease of perforin and granzpe and secretion of IFN-gamm a 

stimulates NK activity 

interacts withNK receptorCi)S4 and stimulates NK activity 

activates NK cytotoxicity 

required NK cell -mediated lys e of target ceils 

Engagement of the NK cell IgC k receptor results in tyrosine phosphorylation of the ( chah. 
interferes wilh CD94/NKG2Ainhtiiory receptor recognition 
stimulates NK activity 
activates NK cell function 
tnggeis&N A fragmentation 

Dual functions of fractalkine/CX3C ligand 1 in trafficking ofperforinl/granzyme W cytotoxic effector lymphocytes 

triggers cytotoxicity in moLBe NKce Ik 

rcquirmentforthe htaellular processing of grange A and granzyme B 

releases NK cytotoxicity 

protectNKcelb from setf-destruction aftsrdsgfanulalion. 
requirements for h NK ceO factions 
recruitment and activation of NKce Ik 
recruitment ofNKcelk 

enhincmentofNKcelkediated lysis via RAE1/NKC2D interactions 



